ABSTRACT Coniochaeta pulveracea is a soft-rot-causing ascomycete able to degrade lignocellulosic biomass. The first draft genome sequence of strain CAB 683 reported here has an estimated size of 30 Mb assembled into 852 scaffolds and 10,035 predicted protein-coding genes.
v.3.0 (11) with a Sordariomyceta data set (3,725 genes), and a genome completeness of 94.9% was reported.
Genome annotation was performed with the Funannotate pipeline v.1.4.1 (http:// www.github.com/nextgenusfs/funannotate), which includes repeat masking, training of ab initio gene predictors with C. pulveracea CAB 683 RNA-seq data, gene prediction, and assigning of functional annotation to protein-coding gene models. The Funannotate pipeline yielded a total of 10,035 gene predictions, which were subsequently investigated for genes encoding carbohydrate-active enzymes using a hidden Markov model (HMM)-based search of dbCAN HMM v.6.0 (12) . The investigation identified 225 glycoside hydrolases, 64 glycosyl transferases, 6 polysaccharide lyases, 52 carbohydrate esterases, 22 carbohydrate-binding modules, and 64 enzymes with auxiliary activities of which 24 are lytic polysaccharide monooxygenases (AA9 and AA11 families). Assessing the genome of C. pulveracea CAB 683 for genes potentially involved in the degradation of lignin revealed 11 lignin oxidases (8 laccases, 2 cellobiose dehydrogenases, and 1 versatile peroxidase) and 6 lignin-degrading auxiliary enzymes (1 aryl alcohol oxidase, 1 glucose oxidase, 3 vanillyl alcohol oxidases, and 1 benzoquinone reductase).
Data availability. This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession number QVQW00000000. The version described in this paper is version QVQW01000000. The BioProject number of the sequenced strain is PRJNA473398. The genomic raw sequencing reads are available in the Sequence Read Archive (SRA) database under accession number SRR7704703. Raw sequences of the unpublished RNA-seq data are available in the SRA database under accession numbers SRR8182960, SRR8182961, SRR8182962, SRR8182963, SRR8182964, and SRR8182965.
